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response of MR-1 to acute chromate chall A gene encoding a putati aRelative gene expression (fold induction) 5, 30, 60, and 90 min post-1 mM chromate addition. No Cr(VI) reduction measured. A
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database searches using the derived SO3585 primary sequence revealed °Relative gene expression (fold induction 24 h post-0.3 mM chromate addition. Complete Cr(VI) reduction.
approximately 28% sequence identity with Pseudomonas putida ChrR and
Escherichia coli YieF, two soluble flavoproteins that have been Response of MR-1 to varying concentrations of Cr Response of s03585 to varying concentrations of Cr
demonstrated to exhibit chromate reductase activity. S03585 contains the 16 16 Effect of Cr(V1) on growth of complemented 503585 mutant
conserved structural domain characteristic of NADPH-dependent FMN 12
reductases. We have created an in-frame deletion of s03585 in MR-1 using
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compared to the wild-type strain. Based on its genomic proximity and co- :
regulated expression profile, we predict that SO3585 functions in a k J
complex together with the proteins SO3586 (glyoxalase family) and
membrane-associated SO3587 (hypothetical protein). Studies are o 20 0 s % . . -
underway to purify SO3585, to determine whether it interacts with SO3586 Time () Time () FIG.7. Western blot analysis of recombinant His-tagged SO3585
and S03587 and can reduce Cr(VI). e wRi+LE —e— so3585 118 overexpressed in E. coli Top10 cells using the anti-HisG HRP
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# S. oneidensis MR-1 and mutant strains were grown in Luria-Bertani (LB) medium presence of different chromate concentrations. —O— 503565 pBBRIMCS 5 + 025 mM Cr SUMMARY
in presence or absence of different concentrations of added metal at 30°C under
aerobic conditions. Growth was monitored using a Bioscreen C microbiological Response of WT to varying concentrations of H,0, Response of 503585 to varying concentrations of H,0, FIG. 3. Restoration of growth phenotype in
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